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 Project title 
Analysis of scRNA-seq data of cutaneous T-cell lymphoma patients undergoing phototherapy 
treatment 
 
  Supervisor 
Pablo A. Vieyra-Garcia, PhD 
Postdoctoral fellow 
University clinic for Dermatology and Venerology 
Medical University of Graz 
Auenbruggerplatz 8, 8036 Graz, Austria  
+43/316/385-12556  
pablo.vieyra-garcia@medunigraz.at 
 
  Co-supervisor(s) 

a) Univ.-Prof. Dr.med.univ. Peter Wolf 
Chair of Dermatology 
University clinic for Dermatology and Venerology  
Medical University of Graz  
Auenbruggerplatz 8, 8036 Graz, Austria 
+43/316/385-12556 
pablo.vieyra-garcia@medunigraz.at 
 

b) TBD 
 
  Brief description of the project 
Cutaneous T-cell lymphoma (CTCL) is a disease that demonstrates the strength and potentially 
devastating capacity of the immune system in the skin. Although the emergence of malignant T-cell 
clones orchestrates the seriousness of the disease, it is unclear how malignant clonal density 
triggers clinical inflammation and what it signifies for therapeutic outcome. We have generated 
single cell RNA sequencing (scRNA-seq) data from CTCL patients undergoing phototherapy to 
investigate the transcriptional profile of malignant cells and to assess the effect of the treatment in 
the main cellular components of peripheral blood (ie. monocytes, NK cells B- and T-lymphocytes) 
 
  Research question and objectives of the position 
We aim to identify the main signaling pathways involved in the pathogenesis of CTCL and evaluate 
how they shift upon treatment.  
 

Requirements 
- Basic understanding of transcriptional regulation and gene expression 
- Skills in coding: R language and Galaxy workflows (desirable) 
- Data management 
 
  Responsibilities 
- Translate biological questions into code for data analysis 
- Expand pipeline for analysis of scRNA-seq data 
- Data visualization 
- Basic biostatistics analysis 
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  Our offer 
We are looking for a motivated Masters student to carry out his/her thesis project analyzing 
scRNA-seq data. The student will be under the direct supervision of a senior postdoctoral fellow 
and will have the support of trained clinicians and experienced bioinformatics experts.  
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